. Images from 2-DE gel samples prepared using different protein extraction methodsin three time-point. (M1) TCA-acetone extraction; (M2) Phenol extraction; (M3) TCA-acetone combined with phenol extraction. Figure S2 . Abundance of 37 differentially expressed proteins. For each spot, each value is the mean of three biological replicates (±SD). Spot numbers correspond to the numbers described in Table 1 . A, B and C represent the seeds harvested on 25 August, 9 September and 26 September. Figure S3 . The volumes of oil bodies decreased and the numbers increased through progressive developmental stages. A1, B1 and C1 represent the seeds harvested on 25 August, 9 September and 26 September. 4 . U and D represent up-regulated and down-regulated protein spots, respectively. The protein spots marked by "-" indicated these spots were only undetectable in the group by the methods used in this report. (α) the sample from 25 August was compared with 9 September period (β) the sample of 9 September compared with 26 September. (γ) the sample of 25 August compared with 26 September.
